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Content Publication Workflow
Current Working Model 
Gen2 Design is In-Progress and subject to change.
Gen 1 vs Gen 2  |  Process Comparison

Executive Summary
This document describes the content publication workflow used to manage pharmaceutical data from active research through to production release. It compares the current system (Gen 1) with the planned next generation (Gen 2), identifying where the two approaches differ and what work is required to move forward.

Both generations share the same four-status lifecycle -- Work, Testing, Ready, and Quit -- which governs when Research can edit content and when that content is eligible for publication. This model is not changing.

The core limitation of Gen 1 is scope: every publication pulls the entire database for a given country as a single unit. There is no mechanism to release one content area independently of another. Dependencies between content areas are handled implicitly, verified during a pre-validation pass before the system-level approval is submitted. This approach is functional but blunt -- a change to a single content area requires a full country-level release.

Gen 2 addresses this by introducing explicitly defined data trees. Each content area and its dependencies are mapped at the atomic level, forming a discrete, self-contained unit that can be approved, pulled, and published independently. This enables multiple simultaneous releases scoped by content area and country, reduces the blast radius of any single release, and creates a foundation for more frequent, lower-risk publications. Critically, Gen 2 moves away from full database builds entirely -- publications will be incremental, delivering only the changed content and its dependencies rather than rebuilding the entire country dataset on every release. Gen 2 may also support targeted micro-updates for isolated, well-defined changes -- such as a drug name correction -- where only the affected record and its immediate dependencies need to be published, with no requirement to process the full content set.

The edit-lock behavior also tightens in Gen 2. In Gen 1, content remains editable at the row level until Research submits a system-level approval in the CDR Dashboard. In Gen 2, the lock is applied at the point of approval for each individual content unit, preventing modification of that unit and its dependencies until the pull is complete and validated. Status then resets from R to Q, returning edit access to Research.

Data validation is handled differently between the two generations. Gen 1 relies on explicit pre- and post-publication validation processes to verify that all dependencies are present (relational) and consistent (business rules) before and after the pull. These steps are necessary because the pull scope is broad and dependency relationships are not formally defined in the system. In Gen 2, dependency validation is handled by design -- because each data tree explicitly enumerates every required dependency for a content area, completeness is guaranteed before the pull begins. Pre-publication dependency checks become structural rather than procedural, and post-publication validation can focus on data integrity and business rules rather than resolving missing relationships.

The primary prerequisite for Gen 2 is the upfront definition of data trees or a “forest model” that maps every content set to its full dependency chain. This work must be completed before Gen 2 pull logic can be implemented. The status reference and detailed comparison below document both the current state and the target state for each process area.
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Status Reference
Content moves through four statuses during its creation and publication lifecycle. The status model is the same in both Gen 1 and Gen 2.

	Status
	Code
	Who Acts
	Editable?
	Next State

	Work
	W
	Research
	Yes
	T

	Testing
	T
	Research
	Yes
Approved -> R
Rejected -> W
	R or W

	Ready
	R
	System / Publication
	Gen 1: Editable until Research approves at system level.
Gen 2: Locked immediately on approval.
	Q

	Quit
	Q
	System
	No
	W (after pull)



Gen 1 vs Gen 2  |  Detailed Comparison
The status lifecycle and edit-lock rules are consistent across both generations. The key differences are in how the edit lock is applied, how dependencies are modeled, and how data is packaged and scoped for each release.

	Process Area
	Gen 1 (Current)
	Gen 2 (Planned)

	Publication Trigger
	Research approves all content areas for a set of countries via a system-level action in the CDR Dashboard.
	Individual content areas and their dependencies are approved and released independently. The W -> T -> R -> Q lifecycle is unchanged.

	Status Lifecycle
	W -> T -> R -> Q. Research can push content back through W -> T -> R as many times as needed before submitting system-level approval.
	Identical lifecycle. No changes to status values or the rules governing when Research can edit.

	Edit Lock
	Content and dependencies are locked once system-level approval is submitted. The lock holds until the data pull is complete and validated.
	Each atomic unit of content (one content area plus its dependency tree) is locked at the point of approval. The lock releases when rows are pulled and validated; status returns to Q.

	Status Scope
	Status is assigned at the content area level, scoped to a specific country. A parent row status applies to all associated child records.
	Same parent/child scoping model. No change.

	Dependency Handling
	All data for a country is pulled together. Dependencies are verified during pre-validation before system-level approval is submitted.
	Dependencies are modeled explicitly as a data tree (or forest of trees). Each tree defines exactly which records belong together and must be released as a unit.

	Data Pull Scope
	Pulls the entire database for a given country in one operation, regardless of which content areas have changed.
	Pulls only the approved content area and its specific dependency tree -- a targeted, minimal data set.

	Release Granularity
	One release per country. All content areas are bundled and released together.
	Multiple independent releases are possible. Each content area and its dependencies can be released separately, scoped by content area and country.

	Post-Publication Status Reset
	After a successful pull and validation, status moves from R to Q in the Global_Research / GLOBAL_PHARMACY schema. This unlocks the content for Research to resume editing.
	Same reset behavior. R -> Q on successful pull and validation.

	Schema / Setup Requirements
	No data tree definition required. Pull logic operates broadly across the full country dataset.
	Data trees (forest model) must be defined for each content set before Gen 2 pull logic can be implemented.



Key Takeaway
Gen 1 operates as a single broad pull -- all content for a given country goes out together. Gen 2 introduces targeted, dependency-aware data trees, enabling individual content areas to be approved and released independently. This reduces release risk and allows more frequent, smaller publications.
Confidential - Oracle Restricted \Employees Only

Confidential - Oracle Restricted \Employees Only

Confidential - Oracle Restricted \Employees Only

image1.png
m

GEN1

Y
N
FULL-
Gipbal_External
—
N
FULL-
Global_Research Global_Distriblte
N~
B GEN2
)
[N
INCREMENTAL-
GLOBAL_IMPORT
INCREMENTAL-
GLOBAL_PHARMACY GLOBA BUTE





